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TI Identification of a novel human RAD51 homolog, RAD51B [published 
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AB The highly conserved Saccharomyces cerevisiae RAD51 protein 

functions in -both mitotic and meiotic homologous recombination and 
in double-strand break repair. Screening of the public cDNA 
seouence database for RAD51-like genes 

led to the identification of a partial sequence from a breast tissue 
library present in the I.M.A.G.E. (Integrated Molecular Analysis of 
Genes and their Expression) collection. An extended 1764-bp cDNA 
clone encoding an open reading frame of 350 amino acids was 
isolated. This clone showed significant amino acid identity with 
other human RAD51 homologs. The new homolog, named RAD51B, was 
mapped to human chromosome 14q23-q24.2 using a panel of 
human-hamster somatic cell hybrids and fluorescence in situ 
hybridization. Northern blot analysis demonstrated that RAD51B mRNA 
is widely expressed and most abundant in tissues active in 
recombination. Functions associated with known RAD51 homologs 
suggest a role for RAD51B in meiotic recombination and/or 
recombinational repair. 
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TI Semidominant suppressors of Srs2 helicase mutations of Saccharomyces 

cerevisiae map in the RAD51 gene, whose 

sequence predicts a protein with similarities to procaryotic 
RecA proteins. 
AU Aboussekhra A; Chanet R; Adjiri A; Fab re F 

CS Section de Biologie, Instiut Curie, Centre Universitaire, Orsay, 
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AB Eleven suppressors of the radiation sensitivity of Saccharomyces 
cerevisiae diploids lacking the Srs2 helicase were analyzed and 
found to contain codortiinant mutations in the RAD51 gene known to be 
involved in recombinational repair and in genetic recombination. 
These mutant alleles confer an almost complete block in 
recombinational repair, as does deletion of RAD51, but heterozygous 
mutant alleles suppress the defects of srs2::LEU2 cells and are 
semidominant in Srs2+ cells. The results of this study are 
interpreted to mean that wild-type RadSl protein binds to 
single-stranded DNA and that the semidominant mutations do not 
prevent this binding. The cloning and sequencing of RAD51 indicated 
that the gene encodes a predicted 400-amino-acid protein with a 
molecular mass of 43 kDa. Sequence comparisons revealed homologies 
to domains of Escherichia coli RecA protein predicted to be involved 
in DNA binding, ATP binding, and ATP hydrolysis. The expression of 
RAD51, measured with a RAD51-lacZ gene fusion, was found to be UV- 
and gamma-ray-inducible, with dose-dependent responses. 
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in double-strand break repair. Screening of the public cDNA 
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led to the identification of a partial sequence from a breast tissue 
library present in the I.M.A.G.E. (Integrated Molecular Analysis of 
Genes and their Expression) collection. An extended 1764-bp cDNA 
clone encoding an open reading frame of 350 amino acids was 
isolated. This clone showed significant amino acid identity with 
other human RAD51 homologs . The new homolog, named RAD51B, was 
mapped to human chromosome 14q23-q24.2 using a panel of 
human-hamster somatic cell hybrids and f l^o^^^^^^^^^i^/^^" , ^ 
hybridization. Northern blot analysis demonstrated that RAD51B mRNA 
is widely expressed and most abundant in tissues active in 
recombination. Functions associated with known RAD51 homologs 
suggest a role for RAD51B in meiotic recombination and/or 
recombinational repair. 
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^ Ellien^suppressors of the radiation sensitivity of Saccharomyces 

cervisiae diploids lacking the Srs2 helicase were analyzed and found 
to contain codominant mutations in the RAD51 gene known to be 
involved in recombinational repair and in genetic recombination. 
These mutant alleles confer and almost complete block m 
recombinational repair, as does deletion of RAD51, but heterozygous 
mutant alleles suppress the defects of srs2::LEU2 cells an are 
semidominant in Srs2+ cells. The results of this study are 
interpreted to mean that wild-type RadSl protein binds to 
single-stranded DNA and that the semidominant mutations do not 
prevent this binding. The cloning and sequencing of RAD51 indicated 
that the gene encodes a predicted 400-amino-acid protein with a 
molecular mass of 43 kDa. Sequence comparisons revealed homologies 
to domain of Escherichia coli RecA protein pedicted to be involved 
in DNA binding, ATP binding, and ATP hydrolysis. The expression of 
RAD51, measured with a RAD51-lacZ gene fusion, was found to be UV- 
and . gamma. -ray-inducible, with dose-dependent responses. 
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